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a b s t r a c t

Menthol is a widely used penetration enhancer in clinical medicine due to its high efficiency and relative
safety. Although there are many studies focused on the penetration-enhancing activity of menthol, the
details of molecular mechanism are rarely involved in the discussion. In this study, we present a series of
coarse-grained molecular dynamics simulations to investigate the interaction of menthol with a mixed-
lipid bilayer model consisting of ceramides, cholesterol and free fatty acids in a 2:2:1 molar ratio. Taking
both the concentration of menthol and temperature into consideration, it was found that a rise in tem-
perature and concentration within a specific range (1–20%) could improve the penetration-enhancing
property of menthol and the floppiness of the bilayer. However, at high concentrations (30% and more),
menthol completely mixed with the lipids and the membrane can no longer maintain a bilayer structure.
Our results elucidates some of the molecular basis for menthol’s penetration enhancing effects and may
provide some assistance for the development and applications of menthol as a penetration enhancer.
Furthermore, we establish a method to investigate the penetration enhancement mechanism of tradi-
tional Chinese medicine using the mixed-lipid bilayer model of stratum corneum by molecular dynamics
simulations.

© 2015 Elsevier Inc. All rights reserved.

1. Introduction

Transdermal drug delivery system is key field in pharmaceutical
research. It has several advantages over oral administration, such as
bypassed first-pass liver metabolism and gastrointestinal irritation,
improved bioavailability, better patient compliance and reduced
side effects [1–4]. However, human skin can selectively and effec-
tively inhibits chemical penetration [5]. The most important control
element is generally the stratum corneum (SC), whose barrier prop-
erty hampers the application of transdermal drug delivery [6,7].
Thus, it is important to promote the drug penetration property
through SC in the development of transdermal drug delivery pro-
cedures.

The most common approach to drug penetration enhance-
ment is through employing permeation enhancers (PEs). Compared
with frequently-used chemical PEs (sulfoxides, alcohols, azone
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etc.), volatile oil of traditional Chinese medicine, especially ter-
penoids, may offer advantages for being less toxic to the body
[8]. Menthol, a monoterpenoid component extracted from tradi-
tional Chinese medicine (TCM) Mentha arvensis var. piperasceus,
has traditionally been used for the treatment of febrile diseases,
muscle aches, sprains and other similar conditions using alone. In
recent years, it has also been widely used as a PE in clinical med-
ications. As previously reported, menthol can efficiently promote
the penetration of both hydrophilic and lipophilic drugs, such as
quercetin, ondansetron hydrochloride, salicylate, zidovudine, etc.
[9–12]. Given the “yaofuheyi” characteristic (means that an agent
in a preparation not only have the effect of drug but also can be
used as an excipient) and good penetration enhancing efficiency
of menthol, it turned out to be a representative volatile oil of TCM
used as a PE.

To elucidate the mechanisms of penetration enhancement
of menthol, a lot of previous research has been done. Many
researchers have inferred from in-vitro transdermal experiments
that the penetration enhancement mechanism of menthol is pos-
sibly to disrupt and transform the SC lipids from its original state
into a less ordered packing form [9,13]. There are also some obser-
vations of menthol’s effect on skin by various type of microscopy
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such as light microscopy, scanning electron microscopy and trans-
mission electron microscopy. [14,15], indicating the rarefaction
and shedding of SC caused by menthol. However, the penetration
enhancement mechanism of menthol has rarely been discussed
from molecular level due to the restrictions of the experimental
methods applied and the complexity of the transdermal process.
New techniques and methods need to be adopted to gain further
insight on this issue.

Molecular dynamics (MD) simulation is an effective and intu-
itional technique based on Newtonian mechanics. It is becoming
increasingly popular in studies on the interactions of molecules
within the lipid bilayer systems, providing us with information
that cannot be obtained by laboratory experiments [16]. Further-
more, we can explore larger temporal and spatial scales during a
simulation by altering molecular resolution, an approach gener-
ally known as mesoscopic or coarse-grained (CG) [16,17]. Martini
force field, the most widely used CG force field developed by Mar-
rink and his coworkers in 2007, has been widely used in many
studies of biomolecules, such as lipids, polymers, proteins, carbo-
hydrates, etc. [18–22]. Several studies have been done to discuss
the property and feasibility of different membrane models using
Martini CG force field [23–27]. The results show that the loss in
chemical specificity of the models can be kept to a minimum under
the CG approach and a larger system and longer time-scale can
be obtained as well. Therefore, MD simulation using Martini CG
force field is an ideal method for investigating the interactions of
molecules within bio-membranes and to elucidate the molecular
mechanisms of adsorption and penetration.

In this work, a number of MD simulation studies were carried
out on a mesoscopic level to investigate the interaction of men-
thol with a mixed skin-lipid model of SC. Both the concentrations
of menthol and temperature effects were taken into consideration,
aiming to explain the molecular mechanisms of menthol’s pene-
tration enhancing effect and thus provide some assistance for the
development and application of menthol as a penetration enhancer.

2. Simulation method

2.1. Force field

All the simulation studies in this work were carried out on a
mesoscopic level by CG method to obtain longer time and length
scales. The interaction parameters used in the simulation were
based on the Martini force field, which was provided by the web-
site of Martini [28]. The Martini model is based on a four-to-one
mapping (on average four heavy atoms are represented by a sin-
gle interaction center), but for ring structures, a two/three-to-one
mapping method is used [18]. There are 18 types of normal sites
and corresponding S-sites (for ring structures) in Martini force field,
which reserves the main information of molecules and attain longer
temporal and larger spatial scales in simulation as well.

2.2. Bilayer model of SC

SC is mainly composed of corneocytes and a specialized mix-
ture of lipids, which is often found in a “brick and mortar” form,
with the corneocytes (bricks) surrounded by the continuous lipid
layers (mortar) [29,30]. The lipids, mainly comprised of ceramides
(CER), free fatty acids (FFA) and cholesterol (CHOL), are organized
in lamellar layers which are essentially impermeable and thus
form the main barrier against penetration [31]. Given the com-
plexity of the composition of the skin lipids and the consensus
over their molecular architecture, many researchers have devel-
oped skin-lipid ‘substitutes’ to explore the interaction of molecules
within SC using MD simulation, which has a barrier function simi-

Table 1
Bond distributions of menthol by AA and CG methods.

Bond AA CG RSD*%
1–2 0.2483 0.2428 2.2
2–3 0.2892 0.2787 3.6
2–4 0.2490 0.2464 1.0
3–4 0.2903 0.2964 2.1

* Relative standard deviation.

lar to skin tissue [32]. Both single-component models [33–36] and
mixed skin-lipid models with different compositions and contents
[37–40] have been investigated. Das et al. demonstrated that the
simulated model bilayers comprising of CER2 (ceramide NS, the
predominant ceramide in skin lipid with a C24:0 fatty acid tail,
short for CER in the following passage), FFA (C24:0) and CHOL at
ratio close to 2:2:1 has the most desirable properties of good barrier
function and stability against mechanical stress [38,39]. Therefore,
it can be used to investigate the interactions and elucidate the
molecular mechanisms of the penetration enhancement effect of
menthol.

2.3. CG molecule models

This assay mainly involves five molecules, menthol, CER, CHOL,
FFA and water. The parameter files of the CG models of CER, CHOL,
FFA and water are available in the Martini website (Fig. 1a–d show-
ing the mapping methods respectively), however, menthol has
never been parameterized to a CG model.

We developed the CG model of menthol (CG-men) according
to the CG recipe published in the Martini website [41], and then
validated the new CG-men. The atomistic structure was mapped
via Visualizer and Mesocite modules in Materials Studio 5.5 (Accel-
rys Inc., supported by CHEMCLOUDCOMPUTING) software package
[42]. Fig. 1(e) showing the mapping method and some parame-
ters of CG-men. Menthol is a ring-like amphiphilic molecule with a
hydrophilic hydroxyl group and some hydrophobic methyl groups.
We took a polar bead (SP1) to represent the hydrophilic group and
three apolar beads (SC1) to take the place of the hydrophobic parts.

Because the key to developing a new CG model is the ‘Coarse-
grain target atomistic data’, we calculated the bond distributions
and radial distribution functions (RDFs) of menthol-octanol in a
mixed-system consisting of a certain amount of menthol, water
and octanol. Both of them were calculated by all atom (AA) method
and CG method to validate our CG-men. RDFs provide a measure
of the probability that, given the reference particle � at the origin
of an arbitrary reference frame, there will be a particle � with its
center located in a spherical shell of infinitesimal thickness at a
distance, r, from the reference particle � [42]. Thus, the cumulative
number RDF would indicate the total average number of particle
� around � within a distance of r [43]. The results show that all
the bond distributions (Table 1), the RDFs and cumulative number
RDF of menthol–octanol of CG model (Fig. 2) are similar to that in
AA representations, which demonstrats our CG-men to be a valid
model.

2.4. Initial structures

The bilayer model of SC in this study is composed of CER, CHOL
and FFA in a 2:2:1 molar ratio, whose properties have been vali-
dated by Das and his coworkers in 2009 [38,39]. The bilayer systems
with different menthol concentrations in water are built using the
Packmol package [45] and figures depicting lipid molecules are
generated with Visual Molecular Dynamics (VMD) [46].

Fig. 3(a) shows a side view of a fragment of the blank bilayer,
which packed CER (252 lipids), CHOL (252 lipids), FFA (126 lipids)
and water (4882 beads) in a box of 18 × 18 × 10(nm). Next, the
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Fig. 1. Chemical structures and CG mapping for CER (a), CHOL (b), FFA (c), water (d) and menthol (e). The mapping methods of (a), (b), (c) and (d) are designed according to
existing data in the Martini website, and the bead names of some key sites are marked by purple letters. The mapping parameters (bead number, name and force field type)
of menthol are shown in (e).

Fig. 2. RDFs (a) and cumulative number RDF (b) of menthol–octanol in the mixed-system of a certain amount of menthol, water and octanol after MD simulations by AA and
CG methods.

bilayer systems containing 11 different mass concentrations of
menthol were built, 1%, 2%, 3%, 5%, 7%, 10%, 15%, 20%, 30%, 40%
and 60%, respectively. Considering the transport of molecules
through membrane from the outside of the cell to the inside, men-
thol molecules were simply randomly placed to replace the same
amount of water in the top water layer. Given three-dimensional

periodic boundaries, we found that it made no difference to the
results. Even for the highest concentration of menthol (60%), only
a minute quantity of menthol (less than 1%) would diffuse through
the opposite water layer in the following dynamic simulations.
Fig. 3(b) shows the side view of a fragment of bilayer packing with
10% menthol.

Fig. 3. Snapshots of blank membrane (a) and membrane with 10% menthol (b) before MD simulation. CER, CHOL, FFA and water molecules were represented in pink, yellow,
blue and white, respectively. Menthol molecules are colored green, with the polar beads being red. (For interpretation of the references to color in this figure legend, the
reader is referred to the web version of this article.)
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Fig. 4. Total energy (a) and the APL (b) of the blank SC bilayer model during 300 ns simulation at 310 K. The membrane reaches equilibrium within 200 ns, with the constant
value of total energy and the APL.

2.5. Simulation details

In this study, we used molecular dynamics simulation at
constant temperature and pressure (NPT) ensemble with the GRO-
MACS molecular dynamics package [47]. Before simulation, the
structures were relaxed through energy minimization (EM) using
the steepest descent algorithm. Potential energy was descended to
be negative on the order of 105–106 and the maximum force no
greater than 80 kJ mol−1.

In the production runs, temperature was controlled by v-rescale
thermostats coupled separately with the three kinds of lipids, water
and menthol molecules with a time constant of 1 ps. When studying
the effects of menthol’s concentration on the bilayer, the temper-
ature was set to 310 K which was close to the temperature of the
human body. Pressure was controlled by berendsen barostat and
semiisotropic pressure coupling with time constant of 2 ps and
compressibility of 3 × 10−4/bar. The neighbor searching algorithm
was grid and the cut-off distance was 1.4 nm. The method was
shift and the cut-off length was chosen to be 1.2 nm for both the
van der Waals and electrostatic potentials. The time step was set
to 20 fs, and we finally got 300 ns trajectory data from GROMACS
simulations.

3. Results

3.1. Equilibration and morphology of the blank SC bilayer model

Before discussing the effect of menthol, we investigated the
equilibration of the SC bilayer model. We use total energy and area
of per lipid (APL) to evaluate whether the systems have reached
equilibrium within simulation times. APL is calculated by divid-
ing the interfacial area of the bilayer (the xy plane) by the number
of lipids in each leaflet. Here we plot the total energy and the
APL of the blank SC bilayer model through the 300 ns simulation.
The results (Fig. 4) shows that the membrane reaches equilib-
rium within 200 ns, which demonstrates the simulation timescale
(300 ns) to be sufficient.

We also took a general look at the membrane morphology. In
Fig. 5(a) we can see that after a 300 ns dynamic simulation at
310 K, the sphingosine and fatty acid tails of CER (pink molecules)
arranged themselves with an opening angle V-shaped structure,
consistent with Dahle’n’s work [44]. The single chain FFA (blue
molecules) arranged orderly by packing with the tails of CER, thus
increasing the density of the hydrocarbon chain packing to a cer-
tain degree. CHOL (yellow molecules), on the other hand, due to its
shorter length structure, decreased the conformational orderliness
of the other lipid chains and thus would provide a degree of fluidity

for the membrane. The whole bilayer formed a gel phase, which was
in accordance with the published simulation results [37]. Fig. 5(b)
shows the density map of the three kinds of lipids in the bilayer
model along z direction. The content of lipids at specified coordi-
nates is represented by the color shades, which turned out to be
evenly distributed across the membrane system.

3.2. Concentration effect

3.2.1. Distribution of menthol within the SC bilayer model
3.2.1.1. Density profiles. To gain insight into the arrangement of
menthol within the SC bilayer models, we plotted the density pro-
files of menthol, the terminal hydrophilic head groups (named
AM1, ROH, FAC in Fig. 1.) and the tail-end hydrophobic groups
(named C6B, CF in Fig. 1.) of the lipids along the z direction. In order
to avoid non-equilibrated results, we analyzed the distribution of
the last 100 ns to obtain the average density profiles. Note that the
distribution status of menthol were very similar among low con-
centration groups (only the representative density profiles were
shown in Fig. 6). The beads of lipids in upper and sub layer were
distinguished by dash line and solid line in the profiles.

We can see that the menthol molecules readily penetrates
into the bilayer at each concentration. The distribution results are
shown in Fig.S1 in Supplementary Materials. At a lower concentra-
tion (0.01–0.20 mass ratio of menthol to water), a large amount of
menthol molecules occupies the position between the hydropho-
bic lipid tails and a relatively small amount are beneath the
hydrophilic head groups. The membranes still maintained bilay-
ers with small perturbations forming a ‘sandwich’ with affinity by
menthol molecules. At a higher concentration (30% up), however,
menthol molecules tends to mix with the lipids and induces disor-
der among the lipids. As a result, the lipid structure is dramatically
altered, leading to a loss of the bilayer structure.

3.2.1.2. RDFs of different bead-types in menthol with lipids. Menthol
is a amphiphilic molecule with one hydrophilic hydroxyl group
(named OM) and three hydrophobic methyl groups (named MCn). It
is known that at a lower concentration, menthol molecules mainly
occupies two regions of the bilayer (hydrophobic lipid tails and
hydrophilic head groups). To further investigate the interaction of
menthol with lipids, we calculated the RDFs of OM and MC3 with
corresponding part of lipids in the two interaction regions. RDFs are
shown at a concentration of 7% in Fig. 7. From Fig. 7(a), we can see
that menthol occupies the position beneath the lipid head groups
with their hydroxyl groups (OM) oriented towards the lipid head
groups. In Fig. 7(b), the RDF peak values of MC3 with hydropho-
bic tails are higher than that of OM, which demonstrates that the
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Fig. 5. Morphology of the blank SC bilayer model after 300 ns CG-MD simulation: (a) A snapshot of the blank bilayer model. (b) Density maps of the three kinds of lipids in
the bilayer model along z-axis. The length and width of the squares represents the x and y-axis of the simulation boxes, respectively. The content of lipids at the specified
coordinates is represented by the color shades, which had been labeled by the color code.

Fig. 6. Average density profiles of bilayer systems with different concentration of menthol during 200–300 ns MD simulation at 310 K. Menthol, the terminal hydrophilic
head groups and the tail-end hydrophobic groups are colored black, red and blue, respectively. The beads of lipids in upper and sub layer are distinguished by dash line and
solid line. The bilayer thickness can be calculated via the peak–peak distance of hydrophilic head groups in opposite leaflets, discussed in a later part. (For interpretation of
the references to color in this figure legend, the reader is referred to the web version of this article.)
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Fig. 7. The RDFs of OM and MC3 with (a) hydrophilic head groups and (b) hydrophobic lipid tails in the bilayer system with 7% menthol after 100 ns MD simulation at 310 K.

methyl groups have more affinity with the lipid tails than with the
hydroxyl groups in the central bilayer.

3.2.2. Morphology perturbations of bilayer structure
3.2.2.1. Order parameters. To investigate the perturbation of men-
thol to the bilayers, we calculated the order parameters of the alkyl
chains of lipids (respectively FFA and the two chains of CER, see
Fig. 8(a)) under each menthol concentration. The order parame-
ters are calculated using the equation SZ = 1/2(3cos2�Z − 1), where
�z is the angle between the z axis of the simulation box and the
molecular axis under consideration [43]. In Fig. 8. the order of alkyl
chains in both CER and FFA decreased with the increase of men-
thol concentration. This trend is particularly dramatic (with order
parameters dropping close to 0 at 60% menthol) as the concentra-
tion of menthol increased above 30%. This suggests that penetration
of menthol incurred greater disorder in the lipid bilayer, and the
lipids will be dramatically disordered when menthol concentration
is more than 30%.

3.2.2.2. APL and thickness of bilayer. The APL and bilayer thickness
are two fundamental characteristics to describe the property of a
bilayer. The APL is a commonly reported quantity describing the
compactness of the bilayer. The bilayer thickness is defined as the
peak–peak distance of hydrophilic head groups in opposite leaflets
of bilayer according to the density profiles (marked in Fig. 6.). The
high menthol concentrations (30% up) are not taken into consider-
ation in this part, because the membranes do not maintain bilayers
in those conditions based on the findings above.

Fig. 9 shows the APL and thickness of the mixed-lipid
bilayer with different concentration of menthol. Using surface
pressure-potential-molecular area isotherms, many scientists have
calculated the APL of a pure CER2 monolayer to be 0.378–0.420 nm2

[48–50], which can be used as a reference value for our blank
mixed-lipid bilayer obtained from the mesoscopic simulation
(0.360 nm2, the decline in value is possibly caused by the single
chain FFA insteading of part of the double chains in CER). We eas-
ily found that the APL of the bilayer increased when there are more
menthol molecules in the system (Fig. 9(a)), thus causing the bilayer
to become loose and flexible. In Fig. 9(b) the results show that at
concentrations of 7% or below, menthol causes the bilayer thickness
decrease, a result of the perturbation and curvature of the lipid tails.
However, the bilayer thickens when the concentration of menthol
is above 10%. This is possibly due to a large amount of menthol
molecules occupying the position between the two leaflets, which
turns out to be the dominant factor to the bilayer thickness under
high menthol concentrations.

3.3. Temperature effect

To investigate the effect of temperature on interactions of men-
thol with the SC bilayer membrane, we chose the system with 7%
menthol to run dynamics simulation at six different simulation
temperatures (273 K, 285 K, 298 K, 310 K, 323 K and 335 K). This is
because the bilayer has relatively well-distributed structure and
flexible properties with that concentration of menthol.

3.3.1. Diffusion property of menthol
Mean square displacement (MSD) is the most common mea-

surement of the spatial extent of random motion. This provides an
easy way to compute the diffusion constant which is determined
by linear regression of the MSD [43]. Here we calculate the MSD
and diffusion constant of menthol to describe the permeation abil-
ity under different temperatures, shown in Fig. 10. We found that
the MSD and diffusion constant of menthol increased with tem-
perature. This suggests that a rise in temperature can promote the
penetrating progress of menthol.

3.3.2. Morphological changes of bilayer
To obtain a robust understanding of the mixed-lipid bilayers, the

order parameters, the APL and the bilayer thickness were calculated
to quantify the structural ordering at different temperatures.

The order parameters of both CER and FFA show a clear drop
when temperature increases (Fig. 11). This points to the loss of ori-
entation of lipid tails of a bilayer with a fluid-like tail structure.
In Fig. 12 the results show that the APL climbed while the bilayer
thickness decreases when temperature goes up. This corresponds
to the loosening of lipid head groups and the increased flexibility of
the membrane. This also explains why menthol readily penetrates
into the bilayer when temperature increases.

4. Discussion and conclusions

In this study, we have presented a series of coarse-grained
molecular dynamics simulations to investigate the interaction of
menthol with a mixed skin-lipid bilayer model consisting of three
components of stratum corneum lipid layers, namely CER2 24:0,
FFA 24:0 and CHOL in a 2:2:1 molar ratio. We systematically altered
the menthol concentration from 1% to 60% (m/m), and then studied
the effect of temperature from 273 K to 335 K in a system with 7%
menthol.

Compared with the commonly-used methods (such as differen-
tial scanning calorimetry, X-ray diffraction, transmission electron
microscope, etc.) which indirectly investigating the penetration
enhancing mechanism of PEs, MD simulations can provide us with
visual results of the interaction of menthol with SC lipids and gen-
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Fig. 8. (a) Label of each bead of CER and FFA. The order parameters of two chains of CER(b, c) and FFA (d) in the systems with different menthol concentrations after 300 ns
MD simulation at 310 K.

erate quantitative data of the change of SC. Here, density profiles,
RDFs and the MSD were used to investigate the behavior of menthol
within the SC bilayers and the membrane structure was evaluated
by the order parameters, the APL and the bilayer thickness.

We found that menthol has great affinity to the hydrophobic
lipid tails, and some affinity to the hydrophilic head groups as well.
This is presumably due to its amphiphilicity. The presence of men-
thol at any concentration could fluidize the bilayer membrane,
leading to the perturbing and disordering of lipid tails to vary-
ing degrees. At low concentrations (below 7%), menthol reduced
the bilayer thickness by perturbing the lipid tails and increasing
the lipid head group area (menthol resided below the lipid head

groups and pushed the head groups apart so the area of per lipid
increased). As a consequence, the tail region of the membrane
became sparser which enabled the tails of neighboring lipids to
expand into an effectively larger volume. At medium concentra-
tion (10% to 20%), menthol also caused bilayer lipids loosening and
lateral expansion. However, bilayer thickness was increased at the
same time (mainly by occupying the position between two leaflets).
In both cases, menthol caused the bilayer to become floppier and
hence more readily amenable to bending. This leads to improved
penetration of agents through the membrane. At high concentra-
tions (30% and more), however, the lipid structure was dramatically
altered and the membrane could no longer maintain bilayer struc-

Fig. 9. The (a) APL and (b) thickness of bilayers with different menthol concentration at 310 K.
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Fig. 10. The (a) MSD and (b) diffusion constant of menthol in the system with 7% menthol at different temperatures.

Fig. 11. The order parameters of two chains of CER (a, b) and FFA (c) in the system with 7% menthol after 300 ns MD simulation at different temperatures.

ture. Unlike the effects of other penetration enhancers (i.e. DMSO,
ethanol, etc., in high concentrations) to DPPC, POPC or POPE mem-
branes [51–53], menthol completely mixed with the lipids rather
than forming water pores or inducing micelle structures.

The morphology perturbation effect on bilayer structures
caused by menthol found in this study is in consistent with the
works of Wang and Dai [14] and Liang [15]. Wang found that men-
thol makes the permutation of SC gradually loosened and rumpled
by optical microscope. Liang employed multiple methods (scan-
ning electron microscopy, transmission electron microscopy and
Fourier Transform Infrared Spectrometer) and found that men-
thol disturbed the ordered arrangement of SC, widened the space
of SC, and rarefied the structure. The normal lamellar-membrane
structure of lipids mostly or even completely disappeared and an
obviously thickened structure appeared, suggesting that menthol

increased the permeability of the skin. Those findings are com-
pletely agreed with our simulation results about the perturbations
of menthol to bilayers, and can prove the validity of our simulation
method to some extent.

Furthermore, Xu Y [54] used modified Franz diffusion cells to
explore the penetration enhancing effect of menthol for lidocaine in
gel. Three concentrations of menthol (1%, 3%, 5%, respectively) were
taken into consideration, and the results showed that the maximum
penetrating enhancement was obtained with 3% menthol, rather
than 1% or 5%. This finding indicates that a rise in concentration
within a specific range could improve the penetration enhancing
ability of menthol, which has the same tendency of out simula-
tion results. To further determine how menthol molecules interact
with the fine structure of lipids on a molecular level, all atom MD
simulations need to be employed.

Fig. 12. The (a) APL and (b) thickness of the bilayers with 7% menthol at different temperatures.
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When examining the effect of temperature, our results showed
that a rise in temperature would promote the penetrating progress
of menthol with a significant increase in diffusion constant. The
bilayer became floppier when temperature got increased, accom-
panied with a fall in membrane thickness, an increase in the APL
and disordering and enhanced interdigitation of lipid alkane chains.
This indicated that menthol affected bilayers more efficiently under
higher temperature and thus could more readily promote the pen-
etrating efficiency of drugs.

In short, a rise in temperature and concentration within a spe-
cific range could improve the penetration enhancing ability of
menthol. Given the pharmacological function of menthol with
other drugs and the human tolerance of heat, it is important to
identify an optimal concentration and a relatively high temperature
in the clinical application of menthol transdermal preparations.
We have provided not only some molecular basis for menthol’s
penetration enhancing effects on mesoscopic level, but also some
assistance for development and applications of menthol as a PE.
In addition, we have proved the validity of adopting the mixed-
lipid bilayer model of SC in future investigations of penetration
enhancement mechanism of traditional Chinese medicine with MD
simulations, whose property is closer to the real human SC than
pure lipid bilayer models.
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