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Study on Mechanism of Blood—activating and Stasis—dissolving Herbs on Coronary Heart Disease in
Molecular Level by Network Pharmacology
Huang Mingfeng, Zhang Yanling, Ren Zhenzhen, Qiao Yanjiang
(Research Center of TCM-information Engineering, Beijing University of Chinese Medicine,
Beijing 100102, China)

Abstract: This study was aimed to explore the unique mechanism of blood—activating and stasis—dissolving herbs
on coronary heart disease (CHD) in molecular level by network pharmacology. Based on mature databases and
literature mining, targets and pathways which respond to blood —activating and stasis —dissolving herbs, western
medicine and CHD were collected. Through data mining, a blood —activating and stasis —dissolving herbs action
network, a medicine action network and a CHD disease network were constructed. Network topological characteris-
tic parameters of CHD were investigated. The results illustrate scale—free and small world features in three net-
works, with scale—free values of vy,=1.741, v,=1.719, vy;=1.808. Therefore, these three networks are robust and
stable. The reliability of disease network and medicine indirect mechanism was analyzed by calculating the inter-
section of three networks. There are 138 nodes where the medicine action network and the herbs action network in
common, and 397 nodes which are unique in herb network. It was concluded that blood—activating and stasis—dis-
solving herbs on CHD treatment have their own unique mechanism. And further analysis and mining are required.

Keywords: Network pharmacology, blood—activating and stasis—dissolving herbs, coronary heart disease, mechanism
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