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Abstract: Shen Xian Bing Formula is an effective prescription retrieved from clinical experiment on anti-myocardial
ischemia. We want to develop a new formula composed of effective components in Shen Xian Bing (which are called an active

cluster) and clarify its therapeutic mechanism in drug-target network. First of all, we must identify the active cluster on anti-
myocardial ischemia. Our laboratory has already built up an active cluster fast identification platform on TCM. Based on previous
work, we have identified the active cluster in Shen Xian Bing Formula and found out its effective components and corresponding
targets. Using entity grammar system, we built up a disease network on anti-myocardial ischemia and induced the interactions of
active cluster targets and therapeutic targets to clarify the anti-myocardial ischemia mechanism. The results of this paper as a clue
and reference can be used to further development of Shen Xian Bing Formula.
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